GOMF cytokine activity 31 5.8 x10 -16 6.5 GOBP defense response 36 2.1 x10 -6 2.4 GOMF growth factor activity 14 1.6 x10 -4 3.6 GOBP regulation of transcription 126 1.8 x10 -7 1.5 GOBP defense response 30 1.9 x10 -2 1.5 GOCC histone acetyltransferase complex 10 6.6 x10 -6 7.4 GOBP taxis 20 6.5 x10 -7 4.0 GOMF glucuronosyltransferase activity 6 5.2 x10 -4 8.6
5mM VPA Additional Data File 2 -the transcriptional response to HDACi Significant genes were identified by ANOVA (fold change >1.5, FDR<10%) and clustered by SOTA. Clusters were combined as shown to represent rapid or delayed up-and down-regulation. For each cluster the top significant ontological terms (enrichment score >2) are shown. 
